Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.002 Å; R factor = 0.038; wR factor = 0.110; data-to-parameter ratio = 10.2.
Experimental
Crystal data C 14 H 13 NO M r = 211.25 Orthorhombic, P2 1 2 1 2 1 a = 5.8356 (12) Å b = 8.2581 (18) Å c = 24.137 (5) Å V = 1163.2 (4) Å 3 Z = 4 Mo K radiation = 0.08 mm À1 T = 298 K 0.20 Â 0.20 Â 0.10 mm
Data collection
Bruker SMART area-detector diffractometer 6780 measured reflections 1555 independent reflections 1414 reflections with I > 2(I) R int = 0.021 Refinement R[F 2 > 2(F 2 )] = 0.038 wR(F 2 ) = 0.110 S = 1.07 1555 reflections 153 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.12 e Å À3 Á min = À0.16 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C8-C13 ring. Symmetry codes: (i) x; y À 1; z; (ii) Àx þ 2; y À 1 2 ; Àz þ 1 2 ; (iii) x þ 1 2 ; Ày þ 3 2 ; Àz.
Data collection: SMART (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
The title compound, C 14 H 13 NO, consists of benzaldehyde and tolyl groups connected through a central amino nitrogen atom (Fig. 1 ). The dihedral angle between the aromatic rings is 66.08 (9)°. In the crystal, one-dimensional chains are formed along the b-axis through intermolecular N-H···O hydrogen bonding interactions (Fig. 2 ). The chains are in turn linked through weak intermolecular C-H···π contacts involving the C8-C13 phenyl ring (centroid Cg1) into a three-dimensional network structure (Table 1) .
Experimental
To a magnetically stirred solution of p-toluidine (1.0 mmol) and Cs 2 CO 3 (3.2 mmol) in dry DMF cooled by an ice bath were added chloroacetyl chloride (1.2 mmol) and 4-hydroxybenzaldehyde (1.0 mmol). The reaction mixture was then stirred for 30 min at room temperature and placed into a microwave oven (600 W, 424 K) and irradiated for 35 min. The solvent was removed under vacuum and water (20 ml) was added to the residue. The mixture was then extracted with ethyl acetate (4 × 30 ml). The combined organic layers were dried over anhydrous MgSO 4 and evaporated under vacuum to give the crude product. The product was purified by column chromatography on silica gel using ethyl acetate/petroleum ether (yield 89%). 
Refinement
In the absence of significant anomalous dispersion effects, Friedel pairs were merged.
Aromatic and methyl H atoms were positioned geometrically and refined using a riding model, with C-H = 0.93 Å for aryl and 0.96 Å for methyl H atoms, and with U iso (H) =1.2U eq (C) for aryl Hatoms, and 1.5U eq (C) for methyl H atoms.
The aldehyde (C14) and N-bound H-atoms were located in a difference Fourier map and their positions and U iso values were freely refined. Fig. 1 . The molecular structure of the title compound, with displacement ellipsoids drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C13 1.3763 (3) 0.6409 (2) 0.06501 (7) 0.0509 (4) (7) −0.0020 (7) C11 0.0570 (9) 0.0502 (9) 0.0446 (7) 0.0004 (8) 0.0003 (7) −0.0041 (7) C8 0.0523 (8) 0.0529 (8) 0.0419 (7) 0.0040 (8) 0.0004 (7) 0.0004 (7) 
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C8-C13 ring. 
